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.1 DQAl DQBI
HWC 198 3 19 DAl 35 DQBI
1.2
DOAl  DQAF2: TCAGCTGACCATGITGCCTCT, DQARI: GGACACATACCATIGGIGGC.
2 , 260 263bp. DQBI  GH28: CTCGGATCCGCATGIGCTACTTCAC
CAACG, GH29; GAGCTGCAGGTAGTTGTGTCTGCACAG, 2 : 230 bp.
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%1 27 # X g3 DQA1 424 B PCR Z# (260 bp) 4985 n2E
Tah 1 Twenty-weven enzyme cleaving result of DQBlls PCR product

Rsal (GTAC) 2 2 0. 947 1. 893 0 1
Tsp451 (GTJAC) 1 2 0. 947 1. 893 0.2 2
Adl (CCGO) 2 2 0. 593 1. 186 0.3 1
Mnll (CCTC) 3 3 0. 593 1.778 0.4 1
Tail (ACGT) 1 2 0. 787 1.573 0.4 0
Sau961 (GGNCC) 2 2 0. 787 1.573 0.4 0
Mspl (CCGG) 1 2 0. 787 1.573 0.4 0
Tsp5091 CAATT) 3 2 0. 787 1.573 0.4 0
Avall (GGHCC) 2 2 0. 787 1.573 0.4 0
Bsa] I (CCNNGG) 1 2 0. 787 1.573 0.4 0
Ddel (CTNAG) 2 2 0. 787 1.573 0.4 0
NlaIV(GGNNCC) 1 2 0. 787 1.573 0.4 0
SaFI (CCNGG) 1 1 1 1 0.4 0
BsiNI (CCHGG) 1 1 1 1 0.4 0
FnudHI (GCNGC) 1 1 1 1 0.4 0
Hhal (GCGC) 0 1 1 1 0.4 0
Hae IIICGGCC) 1 1 1 1 0.4 0
Alul (AGCD) 1 1 1 1 0.4 0
Bfal (CTAG) 0 1 1 1 0.4 0
BstUI (GGCG) 0 1 1 1 0.4 0
Msel (TTAA) 1 1 1 1 0.4 0
Nla ITICCATG) 2 1 1 1 0.4 0
Taql (TCGA) 0 1 1 1 0.4 0
Cac81 (GCNNGC) 0 1 1 1 0.4 0
HinF] (GANTC) 0 1 1 1 0.4 0
Nal (CCIGG) 0 1 1 1 0.4 0
Tscl (GCHGC) 1 1 1 1 0.4 0
2.2 19 DQA1 35 DQBI PCR-RFLP
4 . 7 DQAI ( 2).  .DQA1 *06011  *
06012 . . :

&2 4B 19 ADQAL F4z KH 49 EE 04 B
Tah 2 Four enzymes cdeaving pattem of 19 DQAT1 alleles

Rsal Tspd5 1 Adl Mnll
260 *0201
37 223
69 191 *06011 *06012
69 191 *0401
27 37 196 260 2373 164 *0501 *0503 *0504
23 237 *0502
126 44 23 17 62 *0101
27 28 73 135
27 37 199 263 126 44 40 62 *0102
22 2373 145 *03011 *0302 *0303
37 226 *0103




64 ( ) 38
%3 6A4PEEA35 ANDQB1 $4z AR 6985 ik &
Tah 3 Six enzymes cleaving pattern of 35 DQB1 alleles
Hhal Nla VI SerF1 | Acil | FnudH | | Tep451
114560 114 *0501
648 176
1145 174 *05031
56 174 *05032
3948 143 6224 4, 120, 15, 57, 3,31 *0201 *0202
56 60 114
4, 120, 72, 3 31 *0203
4, 119, 1 599012 *06011 *06013
647177 56 174
17,55, 34 590 135 *06012
648 176 *0502
39 48 56 87
6224 *0504
31 39 46 | 648 176 astm | OB g0 L2610 %0602 *0611 * 0613
1, 17, 55 34 109 121 *0603 *0608 *0614
4 647177 *0607
* 0604 * 06051 * 06052
11 45 60 | 411918 | 599012
647177 *0609
14 64 34 59355512 *0606
39 46 145 648 176 *0612
64750 127 *03012
62647 50 101 *0305
626 198 *0402
27 31 39 46 87 *0610
11 45 &0 | 4119138 64 34 *03011
114 4, 119, 1, 8 7 57,34 *0304
64750 127
39 191 4, 119, 1, 8 7 57,34 *0302 *0307
1145 174
4, 119, 1 8, 64 34 *03032
6 97 127 *0306
85 145 *0401
DQAT *01 *0101, *0104, *0105; DQA1 *(05 *0501, *0503 DQA1 *03( *
0301, *0302, 0303) 6 19 DQBI1 C 3) 2
3 3 ( )
, ) BseR | DQA1 *
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Computer Analysis of Human HLA DQ Locus Polymorphism
and Genotyping by PCR-RFLP

%

(HEN Shang-wu s FENG Bingjian, PAN Dejing, CHEN Rong-xiang, XU An-long

Abstract: The exon 2 sequences of 19 DQA 1 and 35 DQBI alleles bounded respectively on two pairs of
primers were cleaved successively with a set of 27 restriction endonucleotidases with 4nt recognition se-
quence by using a new computer program in order to determine the enzyme cleaving pattern and select
poper enzymes for genotyping. The genotyping of DQA1 and DQB1 alleles by polymerase chain eaction
—reslriction fragment length polymorphism (PCR-RFLP) was also performed with computer program.
Results demonstrate a set of 4 and 6 restriction endonucletase have efficiently genotyped DQA 1 and
DQBI1 alleles by PCR-RFLP, respectively. Some alleles can be identified with other restriction en-
donucletase besides above 27 enzymes. The analysis of polymorphism of DQB1 alleles suggest that vari-
ability of nucleotide sequences of exon I among DQBI alleles of different serotypes presents some
rules. The study provide the theoretical base for DQB1 and DQA 1 gerotyping by PCR-RFLP.
Keywords: HIA ; genotype; computer analysis
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